BIOTECHNOLOGY 
SYifcMS 



RAW SEQUENCE LISTING 
ERROR REPORT 




The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: 



Application Serial Number: M ^ 7 ? °j 



Bate Processed by STIC: 1^ (6 " / 



THE ATTACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD THIS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308-4212. 



FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703-308-4216. 
PATENTIN 2.1 c-mail help: natin21hcln@uspto.gov or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 c-mail help: natin31icln(£>,uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.0 PROGRAM , ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW: 



Checker Version 3.0 

The Checker Version 3.0 application is a statc-of the-art Windows based software program 
employing a logical and intuitive uscr-intcrfacc to check whether a sequence listing is in 
compliance with format and content rules. Checker Version 3.0 works for sequence listings 
generated for Unoriginal version of 37 CFR §§1.821 - 1.825 effective October I, 1990 (old 
rules) and the revised version (new rules) effective July 1, 1998 as well. as. WorldlnteHectuaL. 
Property Organisation (WIPO) Standard ST.25. 

Checker Version 3.0 replaces the previous DOS-based version of Checker, and is Y2K- 
compliant. Checker allows public users to check sequence listings in Computer Readable form 
(CRF) before submitting them to the United States Patent and Trademark Office (USPTO). 
Use of Checker prior to filing the sequence listing is expected to result in fewer crrored sequence 
listings, thus saving time and money. 

Checker Version 3.0 can be down londcd from the USPTO website at the following nddrcss: 



http://w\v\v.uspto.govAvcb/officcs/pac/clicckcr 



Ra^Sequcncc Listing Error S Ciliary 



ERROR DETECTED SUGGESTED CORRECTION 



SERIAL NUMBER 



ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH "ALPHA" HEADERS, WHICH WERE INSERTED BY PTO SOFTWARE 



Wrapped Nucleics 



Wrapped Aminos 



The number/text at the end of each line •wrapped" down to the next line. 
This may occur if your Tile was retrieved In a word processor after creating it. 
Please adjust your right margin to .3. as this will prevent Vrapptng". 

The amino acid number/text at the end of each line "wrapped " down to the next line. 
This may occur if your file was retrieved in a word processor after creating it. 
Please adjust your right margin to .3, as this will prevent tapping". 



Incorrect Line Length The rules require that a line not exceed 72 characters In length. This Includes spaces. ^ 

Misaligned^ Amino Add The numbering under each 5th amino acid is misaligned. This may be caused by the use of tabs 
Numbering 1 1 between the numbering. It is recommended to delete any tabs and use spacing between the numbers. 



Non-ASCII 



Variable Length 



Patentln ver. 2.0 "bug" 



This file was not saved in.ASCII (DOS)„lext ; asTequired.by the Sequence. Rules. 

Please ensure your subsequent submission is saved in ASCII text so that it can be processed. 

Sequence(s) contain n's or Xaa's which represented more than one residue. 

As per the rules, each n or Xaa can only represent a single residue. 

Please present the maximum number of each residue having variable length and 

indicate in the (ix) feature section that some may be missing. 

A "bug" in Patentln version 2.0 has caused the <220>-<223> section to be missing from amino acid 

sequence(s) . Normally. Patentln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section 
to the subsequent amino acid sequence. 



Skipped Sequences 
(OLD RULES) 



Sequence(s) missing. If intentional, please use the following format for each skipped sequence: 

(2) INFORMATION FOR SEQ ID NO:X: 

(i) SEQUENCE CHARACTERISTICS:(Do not insert any headings under "SEQUENCE CHARACTERISTICS") 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: 
This sequence Is Intentionally skipped 



Please also adjust the "(iii) NUMBER OF SEQUENCES:" response to include the skipped sequencc(s). 



Skipped Sequences 
(NEW RULES) 



Sequcncc(s) missing. If intentional, please use the following formal for each skipped sequence. 

<210> sequenco Id number 
<400> sequence Id number 
000 



10 Use of n's or Xaa's 

(NEW RULES) 



Use of n's and/or Xaa's have been detected in the Sequence Listing. 
Use of <220> to <223> is MANDATORY if n's or Xaa's are present. 

In <220> to <223> section, please explain location of n or Xaa, and which residue n or Xaa represents. 



11 



12 



Use of <213>Organism. Sequcncc(s) . 
(NEW RULES) 



arc missing this mandatory field or its response. 



Use of <220>Fcature 
(NEW RULES) 



Scquence(s)2<Z_ are missing the <220>Fealure and associated headings. 

Use of <220> to <223> is MANOATORY if <213>0RGANISM is "Artificial" or "Unknown" 

Please explain source of genetic material in <220> to <223> section. 

(See "Federal Register." 6/01/98. Vol. 63. No. 104. pp. 29631-32) (Sec. 1.823 of new Rules) 



13 



Patentln ver. 2.0 "bug" 



Please do not use "Copy to Disk" function of Patentln version 2.0. This causes a corrupted 
file, resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence listing). 
Instead, please use "File Manager" or any other means to copy file to floppy disk. 
AKS-Biotcchnology Systems Branch- 5/1S/99 



PCT09 



RAW SEQUENCE LISTING DATE: 02/15/200 I 

PATENT APPLICATION: US/09/7 20,560 ■ TIME: 14:24:04 

Ir.p'jt; Set : A:\SeqLisL.txt 

Output Set: N:\CKEi\02152001\l720560.rdW 

A - 1 L 0 APPLICANT: A:»oricsi:« Cy a na.'n i --J Company 

5 Pul.tiLiiil l, Jcin.^s P. 

6 Fisko, Michael j\ 

7 !) i : i; s . I'M bo rah A . 

9 <J:.*0v 1! I'LL OF INVENTION: NOVEL ANTIGENS OF HELICOBACTER PYLORI 

12 sl*0~- PILE PEFEREKCE: 06*1 o/^09 .rii 

('.--> 14 <L40> CURRENT APPLICATION NUMBER: US/09/7 20, 560 

C--> 15 < 14 1 > CURRt!^!' PILING DATE: 2000-12-21 



i 7 


CI 50 


.:■ PHI Ok ' 


APPL 


I GAT I ON 


1 8 


PRl^P 


FILING DATE: 


20 


•:160> Nu'MBEP 


OF 


SEO 


ID N 


22 


170 


> SOFTWARE: 


Kasi.SEQ 


2 4 


<2.10> SEC ID 
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1 




2 5 




> LENGTH 


: 7 0b 




J (-.< 
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p pt 
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4f. 


G!.y 


S '/'I - 


As n 


G Lu 
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i 30 
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Gl y 


H i s 
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! lo 
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A 1 o 


*: y r 


'. J 1 ! i 
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I le 


Gin 
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i ylt 






•34 


A s o 


Oly 


V;i 1. 


P £■() 


VaJ. 


Leu 
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i. l ;5 








r .ri 


I I i >. 


Asn 


O 1 y 


Asp 


Lys 


Ar-.j 


57 




2 i f i 










fin 


Pho 


Pro 


Tip 


Ser 


Asp 


Oly 


"-: .j 


225 










2 30 



5 ^ L->+ P*V- 



10 15 

Cly Phe Tyr Thr Sor Val 0.1 y Tyr Gin lie 

2 5 3 0 

V--i i. Lys A sis Tin* Lys Giy I lo Glu Glu Leu 

4 0 -1 5 

Leu Asi: Asn Leu Leu Asn Asn Tyr Set' '1 hi 
5 5 60 

L o i : S . i r A la Asp Pro G e r Ala I I o Asn A s p 

7 5 HO 

S e r S v.- r S « j r A r g As ; - i L.r u Leu Asp Val L y s 

G I ii Ala V.il Leu Leu Ala Leu Asn Ala Ala 

10 5 U'» 

Thr Ser lyx- Ala Phe Tin: Ala Cys Oly Pro 

1 J0 12 5 

A:su Gly GLy lle,GU: Tlw Phe Asn Asn Val 
\Y> 140 

Tlir ! !.e Thr Cys Asr- Sei Tyr Tyr GLu \-\:o 

' 100 

S • r T h i* A 1. a A s n T y r A I a 1 :/ s lie A s : i ." ; i : ; 

170 17S 

L y y /-. [ a L*:* a ITu' A i. a A s 1 1 G 1 y A 1 a Asn G 1 y 

135 l'JO 

Ser As 1 1 I!ir Thr Ti^r Lys Leu Asp Phe Thr 

■>00' 205 

Tin* G 1 y G 1 y L y s P r o A s n T h r P r o G 1 u L y s 
2i r i 220 

Ly s T y v lie His Thr Gin I r p lie A s n T h r 

23 5 24 0 



rile://C:\Cif3\Oiuhold\Vsrl720560.htm 
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RAW SEQUENCE LISTING DAn-J: 0 2/15/2001 

PATENT APPLICATION: US/09/7 20,5 60 H ML : 14:24:04 



I nput Set : A : \Seqlis t . txt 

Output: Set: N:\CRF3\02152001\l720560.raw 

60 He Vat Thr Pro Thr Glu Thr Asn lie Asn Thr Clu Asr. Asp. Ala Gin 

CI IMS 250 ' 255 

C2 Glu Leu Lou Lys Gin Ala Ser lie Ho lie Thr l'hr Leu Asn Glu Ala 

6 3 . 260 265 270 

64 Cys Pro Asn Phe Gin Asn Gly Gly Arg Ser Tyr Trp Gin Gly He Ser 

65 275 280 235 

66 Gly Asn Gly Th: Met: Cys Gly Met Phe Lys Asn Glu lie Ser Ala He 

67 20:; 295 300 

68 Gin Gly Mo I: lie A ! a Asn Ala Gin Glu Ala Va 1 Ala Gin Ser Lys Me 
6'** 305 ' 310 315 320 
70 Val Ser Glu Asn Ala Gin Asn Gin Asn Asn Leu Asp Thr Gly Lys Pro 

7 1 _< 2 5 3 3 0 3 3 5 

72 Pi >r; Asn "Pro* Tyr Tin Asp Ala Ser Phe Ala Gin Ser Met Leu Lys Asn 

73 340 345 " 350 

7 4 Ala Gin Ala Gin Ala Glu lie Leu Asn Gin Ala Glu Gin Val Val Lys 

75 355 360 365 

76 Asn Phe Glu Lys He Pro Thr Ala Phe Val Ser Asp Ser Leu Gly Val 

77 370 375 360 

7« Cys Tyr Glu Val G 1 r: Gly Gly Glu Arg Arg Gly Thr Asn Pro Gly Gin 

79 335 390 395 400 

80 Val Thr Ser Asn Thr Trp Gly Ala Gly Cys Ala Tyr Val Lys Gin Thr 
HI 4 05 4 10 4 15 

8'J He Thr Asn Leu Asp Asn Ser He Ala His Phe Gly Thr Gin Glu Gin 

83 4 20 4 25 4 30 

S-\ Gin He Gin Gin Ala Glu Asn He Ala Asp Thr Leu Val Asn Phe Lys 

H5 4 35 440 4 45 

H f i S e r A r g T vi: Ser Glu Leu Gly Asn T h r T y r A s n S e r He I i i ;/ T h r A i a 

B"' 4 50 4 55 4 C0 

Sh Leu Ser Lys Val Pro Asn Ala Gin Ser Leu Gin Asn Val Val Ser Lys 

8 9 4 65 ' 4 70 4 75 4 80 
00 Lys Asn Asn Pro Tyr Ser Pro Gin Gly He Glu Thr Asn i'yr Tyr L*:.-u 

9 1 4 8 5 4 90 49 5 

9 2 Asn Gin Asn Ser Tyr Asn Gin He Gin Thr He Asn Gin Glu Leu Gly 

5 * 500 505 c '.l 0 

9 4 A i: g A s n I" r o P he A r g Ly s Val Gly He V a 1 A s n Ser Gin 1 h r Asn Asn 

05 * 5!5 ' 520 525 

( -h: G.ly A 1 a Met Asn Gly He Gly -He Gin Val Gly Vyr Lys Gin Phe Phe 

9 7 5 3 0 5 35 54 0 

: i fi Gly Gin Lys Arg Lys Trp Gly Ala Arg Tyr Tyr Gly Phe Phe Asp Tyr 

90 5-i5 " 550 " 555 560 

'100 Asn ills A La Phe lie Lys Ser Ser Phe Phe Asn Ser A i »s Ser Asp Va l 

101 565 570 575 

102 Ti p f'hr Tyr Giy Phe Gly Ala Asp Ala Leu Vyr Asn Pho J I.'-* Asn Asp 

10 3 59 0 58 5 5 ! --0 

104 Lys Ala '!hr Asn Phe Leu Gly Lys Asn Asn Lys Leu Ser Val Gly Leu 
L05 59S 600 605 

! 0 0 Phe G 1 y G 1. y H e J\ 1 a Leu Ala G 1 y Thr Ser T i - p Leu Asn Ser Glu T y r 
K>7 6)0 _ 615 620 

lOtf Val Asn Leu Ala Thr Val Asn Asn Val Tyr Asn Ala Lys Met: Asr: Val. 



l4lc:7C:\Crf3\OutIiold\VsiI720560.htni 



2/15/01 



RAW SEQUENCE LISTING L'AfE: 02/15/2001 

PATENT APPLICATION: L'S/09/720 , 500 TIME: 14:2^:04 

Input Sot : A:\Seqtist.txt 

Output. Set;: N:\CRF3\02152001\I720560.raw 

ID 1 * 625 6 JO 635 ' 00 0 

.110 Ala Asn Phe Gin Phe Leu [-he Asn Mel: Giy Val Arj Me:. Asn Leu Ala 

ill 64 5 0 50 C55 

1 1 2 A ry Ser Ly s Ly s Ly s Civ Se r Asp M i s A in Ala G !. :"! His C I y lie Glu 

li.'i 60*0 005 670 

I 14 L 1.: G ly Leu L y s lie P r o Thr L L o A s ; . 1 h r A a n V / :. T y : S e r P h e Ms;- L 

.!. 15 675 6 'JO GB'j # 

116 Gly Ala Glu Leu Lys Tyr Aru A r a Leu )'yr Ser Va !. 'I y r Leu Asri Tyr 

1 ! 7 650 e>'.i!, 7 00 

1 J B Val Phe Ala Tyr 

! ! 0 70' 
1 2 1 

12 2 <2ii> LENGTH: 74 i 

12 :i <212> TYPE:' PRT 

; 7.1 <2 1 '\ + 

126 <400> SEQUENCE: 2 

127 Met Lys Lys His lie Le*i Sor Leu ALa Leu Gly Ser Leu Leu Val Ser 
1.2 H 1. 5 10 .15 
120 Thr Lou S r Ala Glu Asp Asp Gly Pro 'tyr Thr Ser Vai Gly Tyr Gin 
130 * 20 25 30 
In He Gly Glu Ala Ala Gin Met Val Thr Asn Thr Lys Gly He Gin Asp 
1 S 2 3 5 4 0 4 5 
i 3 > Leu Ser Asp Ary Tyr Glu Sor L-..:u Asa As:i Leu Leu Thr Arq Tyr Ser 
I "i4 50 55 6 0 

!"<5 Thr Leu Asn Ihr Leu lie Lys Leu Set: Ala Asp Pro Sei Ala lie Asn 

1 <'> <".5 70 7 5 30 

J 7 Ala Ala Arq Glu As:; Leu Gly A • a Sec Ala L/s Asn Leu lie Gly Asp 

! t<5 'f'i 9 5 



<2i0- 3ECW.D NO: 
<2li> LENGTH: 74, 
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tile: ( .C:\Crr3\OutliolcKV srl720560.htm 
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PATENT APPLICATION: US/09/7 20,5 6 0 TIME: 14:24:04 

.1 n:.#i: I: Set: : A:\Seqlist.txt 

Onf-put Sot: N:\CRF3\02152001\I720560.raw 

160 260 265 ; 270 

.161 Glu Gly Val Pro Asp Sor Ala Gin Ala Leu Leu Ala Gin Ala Sor Thr 

162 275 280 285 

16 3 Leu He Sor Thr He Asn Thr Ala Cys Pro Phe Phe Sar Va L Thr Asn 

164 290 295 300 

16 5 Gin Sor Gly GLy Pro Gin Hot GLu Pro Thr Lys Giy Lys Leu Cys Giy 

166 305 " "i 10 315 ( 320 

167 Phe Thr Ci.u r.H: Me Sor Ala He Gin Lys Mot: Ho Th:' Asp Aid G!n 

16 3 3 2 5 3 30 3.3 5 

169 Glu Leu VaioAsti Gin Thr Ser Val He Asn Ser His Glu Gin Sor Thr 

170 iUO 34 5 3 50 

17 1 Leu Vci 1 " f. 1 y G I y A s n A s n G J y Ly s P r o Phe A s n Pro Phe T J i r A s p A L a 

172 J60 365 

173 Gin Phe Ala Glu 01/ Met Lou Ala Asn Ala Sor Ala Gin Ala Lys Hu L 

174 370 375 380 

17 5 Leu Asn Lou Ala Ills Gin Val Gly Gin Thr lie Asn Pro Asn Asn Lou 

176 385 390 395 400 

177 Thr Gly Asn Pho Lys Asn Phe Val Thr Gly Phe Lou Ala Thr Cys Asn 

178 405 4 10 4 1? 

179 Asn Pro Sor Thr Ala Gly Thr Gly Gly Thr Gin Giy Sor Ala Pro Gly 

180 -4 20 * 425 4 30 

181 Thr Val Thr Thr Gin Thr Phe Ala Sor Gly Cys Ala Tyr Vdl GLu Glu 

182 4 35 440 ^ 44 5 

183 Thr Ho Thr As:- Lou Glu Asn Scr lie Ala His Phe Gly Thr Gin Gin 

184 4 50 4 55 4 60 

IB 5 GJn Glr. fie Gin Arq Ala G Hi Asn He Ala Asp Thr [.on Va ! Asn Phe 

18 6 4 65 4 70 4 75 4b0 
Hi? Lys Sor A;o Ty> Ser Glu Leu GLy Asn Thr Tyr Asn Sor f le Th:' Thi. 
188 485 490 405 

180 Ala Lou Sor* Lys Val Pro Asn Ala Gin Ser Leu Gin Asn Val Val Sor 
1 y 0 5 0 i 5 0 5 5 1 0 

1 9 1 Ly s L y s Asn A s i ; 1- i. o L'y r So r P l o Gin G 1 y Ho Glu r : i r A s n F y r T y r 

192 515 520 525 

193 Lou Asn Gin Asp. Sor Tyr Asn Gin lie Gin Thr Tie Asn Gin Glu Lou 

194 530 535 540 

105 Gly Arq Asn Pro Phe Arq Lys Val Gly Ho Val Gly Ser Gin Thr Asn 

196 54 5 550 555 560 

107 Asn Giy Ala IK- Asn Gly Ho Giy lie Gin Val Gly Tyr Glu Gin Phe 
J 98 565 570 5/5 

19 0 Phe Gly Glu Ly s A r « i 1 . / s T r p G 1 y A J a A r <\ Tyr T y i • G 1 y P h o P h e A s i > 

200 530 585 500 

201 Tyr Asn Pis A i "i Pho Ho Lys So:' Sor Pho Pho Asn Sor Ala S^-r Asp 

202 5:)5 600 605 

20 3 Val Trp Thr Tyr Giy Pho Gly Ala Asp Ala Lou Tyr Asn Pho Ho Asn 

204 610 615 620 

205 Asp Lys A i Thr Asn Phe Lou Gly Lys Asn Asn Lys Lou Sor Val Gly 

206 625 ^ 630 . 635 640 

207 Leu Phe Giy Gly He Ala Leu Ala Giy Thr Ser Trp Leu Asn Sor Clu 

208 04 5 ' 650 655 



file://C:\Crf3\Outhokf\Vsrl 720560.htm 



2/15/01 



RAW SEQUENCE LIST I NG DA'l E : 02/15/2 

PATENT APPLICATION: US/0 9/7 20,560 TIME: 14:24:0 

Input Sot. : A:\Seqlist.txt 

Output Set: N:\CRF3\02152001\I720560.raw 

200 Tyr Va 1 Asn Leu Ala Thr Val Asn Asn Val Tyr Asn "Ala Lys Met Asn 

210 660 665 ' 670 

211 Val Ala Asn Phe Gin Phe Leu Phe Asn Hot Gly Val Aro Met Asn Leu 

212 675 660 685 

213 Ala Arg Pro Lys Lys Asn Asp Ser Asp His Ala Ala Gin His Gly lie 

214 C90 " " 095 700 

21 r ; C!u Leu Gly Leu Lys lie Pro Thr 11*3 Asn Thr Asn Tyr Tyr Ser Phe 

2X6 705 7 ! 0 715 720 

217 Hot: Gly Ala Gl.u Leu Lys T/r Am;i Arq Lor. Tyr Ser Val Tyr Leu Asn 

2 IB * 725 7 30 7 35 

210 Tvr Val Phe Ala Tyr 

-° 740 

222 <2i0> SE0..1D NO: 3 

223 <211> LENGTH: 745 
2 24 <212.^ TYPE: PRT 

225 <213> ORGANISM: Hoi icohac to r pylori 

227 <400> SEQUENCE: 3 

228 Met Lys Lys His lie Leu Ser Leu Ala Leu Gly Ser Leu Leu Va L Ser 
2 29 1. * 5 10 15 

2 30 Thr Leu Ser Ala Glu Asp Asp Gly Phe Tyr Thr Ser Val Gly Tyr Gin 

231 " 20 25 30 

232 rU; Gly Glu Ala Ala Gin Mot Val Thr Asn Thr Lys Gly lie Gin Gin 

23 J 3 5 4 0 4 5 

2 3 4 Lou Ser Asp Asn Tyr* Glu Asm Leu Asn Asn Leu Leu Thr Arcj Tyr Ser 

235 50 55 60 

2 3 d Thr Leu Asn Thr Leu lie Lys L-u Ser Ala Asp Pro Ser Ala lie Asn 

2 37 0 5 7 0 7 5 80 

2 3 8 Ala Val Ary Glu Asn Leu GJy Ala Ser Thr Lys Asn Lou Tie Gly Asp 

239 85 00 05 

24 0 Lys Ala Asn Ser Pro Ala Tyr G !. r. A La Va L Phe Leu A La Tie Asn Ala 
24 1 100 105 110 

24 2 Ala Val Gly Lou 1 rp Asn Thr lie Gly Tyr Ala Val Mot Cys Gly Asn 

24 :< 115 120 125 

24 4 Gly Asn Gly Thr Glu Ser Gly Pro Gly Ser Vol Tie Phe Asn Asp Gin 

24 5 130 U5 140 

24 0 Pro Gly Gin Asp Ser Thr Gin ; l.e Thr Cys Asn Aru, Phe Glu Ser Thr 

24 7 14 5 150 155 160 

24 H Gly Pro Gly Lys Ser Met: S.vr lie Asp Gin Phe Lys Lys Leu Asn Glu 

24 ' ■) I 0 5 1 7 0 1 7 5 

2 50 AIcj l\r Gin lie 1 Le Gin GLn Ala Leu Lys Asn Glu Ser Gly Phe Pro 

25 1 180 18 5 150 

2 52 Glu Leu Gl.y Gl.y Asn Gly Thr Lys V'3 I. Ser Val Asn Tyr Asn Tyr Gin 

25!< l')5 200 205 

254 Cys Arc; Gin Thr Ala Asp lie Asn Gly Gly Val Tyr Gin Phe Cys Lys 

255 210 2:5 220 

2 50 Ala Lys Asn Gly Ser Ser Ser Ser So.r Asn Gly GLy Asn Gly Ser Sor 

257 225 - 230 . 235 240 

253 Thr Glu Thr Thr f\la Ihr Thr Thr Gin Asp Gly Val Thr lie Thr. Thr 

25*J 24 5 250 255 
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OuLpuU : N:\CRF3\O2152O01\l72O560.raw 
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Mandatory F^anuro passing, <220> b'KA'T : Ji<lC : 
Ma:uU;.ory Fc-a;:i:re missing, <223> OTHFR f N FORMAT L ON : 
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<211> 16 
<212> PRT 

<213> Helicobacter pylori 
<400> 31 

Cys Leu Val Arg Ser Thr Asn Asn Glu Asn Thr' Pro Gly Gly Gly Gin 
1 5 10 15 

<210> 32 
<211> 14 
<212> PRT 

<213> Helicobacter pylori 
<400> 32 

Cys Arg Gin Thr Ala Asp lie Asn Gly Gly Val Tyr Gin Phe 

1 -'^ 5 10 



<210> 33 
<2ll> 60 



<ZLZ> UN A i ^ / 

<213> ^Artificial Sequence" j 

<400> 33 yCt^trtj tc r< o£ nn,s>^vJ^ 

gargaygayg g^tytayac Mwsg^t^ggg) taycarathg g^argcngc ^caratggt^^^ ^TcT* 

<210> 34 ' 
<211> 20 < Zl?7 

<212> PRT fat /^w t<* 

<213> Helicobacter pylori 

<400> 34 J ' 

Glu Asp Asp Gly Phe Tyr Thr Ser Val Gly Tyr Gin lie Gly Glu Ala 

15 10 15 

Ala Gin Met Val 
20 



<210> 35 
<211> 21 
<212> PRT 

<213> Helicobacter pylori 



<400> 35 

Glu Asp Asp Gly Phe Tyr Thr Ser Val Gly Tyr Gin He Gly Glu Ala 

15 10 15 

Ala Gin Met Val Lys 
20 

<210> 36" 
<211> 15" 
<212> PRT 

<213> Helicobacter pylori 
<400> 36 

Ser Thr Ser Ser Thr Thr He Phe Asn Asn Glu Pro Gly Tyr Arg 
15 10 15 



<210> 37 



